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Antibodies, Treatment Interruption, and Virologic Rebound
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Antiretroviral treatment
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Broadly-neutralizing antibodies (bNAbs) maintain 

viral suppression and/or delay viral rebound
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bNAbs targets HIV Env
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bNAbs Resistance mutations (Bricault 2019)

Effective only if the virus is 

sensitive against the bNAb used

MPER: membrane-
proximal external region
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HIV Reservoir:   Genome-Intact versus Defective Proviruses

Genome-Intact
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Large deletion(s)

Lee GQ JCI 2017

Research question: 

Do intact vs defective genomes differ in bNAb resistance profiles?
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HIV reservoir genetic profiling:  15 donors

All env in intact genomes were genetically unique compared to env in defective genomes.

784 viral genomes

137 contained env

87 intact

Canada, US

All male

All-female HIV DNA genome 

landscape:  

FRESH cohort poster:  PP3.4

“HIV-1 clade C reservoir 

characteristics in early and 

chronic treated infections.”
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bNAb resistance profiles of genome-intact proviruses, across study donors

V3-bNAb-resistance profile is shown as an example

no intact genomes 

sampled

Intact genomes

All donors have distinct bNAb resistance profiles
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All intact

Even within a single person:  there were two bNAb resistance profiles among intact genomes.

*
*evidence of recombination 

between sensitive and 

resistance genotype

bNAb resistance profiles of genome-intact proviruses, within a study donor (D7)

Recombination!

O:  glycan site

V2 and V3-bnAb-resistance



w w w . h i v - p e r s i s t e n c e . c o m

Genome-intact versus defective proviruses

Intact-genomes may not share the same resistance profile as defective-genomes.

D3 D1



• Research question

Do intact- versus defective- proviral genomes share bNAb-resistance profiles?

• Key findings

1. All study participants had different bNAb-resistance profiles.

2. Intact vs defective genomes did not always share similar profiles.

• Implications

Focus should be put on intact genomes when screening individuals for 

enrollment in bNAbs clinical trials.
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HIV genetic diversity

Walker & Korber, Nat Immunology 2001; Modified by Brumme


