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DURING THERAPY Latent reservoir: a barrier to HIV-1 cure
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DURINGTHERAPY | HIV-1 dual reporter-based model to study clonal expansion and latency
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HIV PERSISTENCE

DURING THERAPY | Engraftment of mice with memory CD4+ T-cells with single HIV-1 proviruses
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HIV PERSISTENCE

DURING THERAPY Number and distribution of HIV-1 integrations sites
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DURING THERAPY Clonal expansion of HIV-1 infected cells in mice

Reservairs & Eradication Strategies Workshop

Pre-infusion Mouse | Mouse 4

n =5239

chr3_49967003_+_RBM6
chr21_46643647_+_PRMT2
chrl7_77337073_-_SEPT9
chrl6_89379434 + ANKRD11
chr22_46069387_+_LOC642648

chrl9 18283150 + NoMatch
chr8_20279647_+_ MultipleMatches;LZTS1
chrl6_28966012_+ NFATC2IP
chrl_21727370_—-_USP48
chr2_164988704_-_ NoMatch

chr6_45053245_ - SUPT3H
chrl7_81632928 + NPLOC4
chrl2_48096363_+_ SENP1
chr21_36866163_- HLCS
chrl2_92171847_ - L0OC101928617
chrl0_32902975 + ITGB1
chr6_30596133 + NoMatch
chrl6_67597574 — CTCF
chrl7_82466223 +_ NARF
chr8_65793377_—_PDET7A

chr5_154809075 + LARP1
chr2_37281495_+ PRKD3
chrl6_2261475_-_RNPS1
chrl6é_2847175 - NoMatch
chrl3_ 79492525 + NDFIP2
chri6_1322054 + UBE2I
chrl7_39438665_—_ MED1
chrl3_46793777_+_ESD
chrl7_78751850_+_CYTH1
chr3_49770383_-_IP6K1

chrX_154088801_+_ MECP2
chrl7_60197255_-_USP32
chrl3_19711777_+_PSPC1
chr19_2102013_-_AP3D1
chrl7_5156673_+_USP6
chrl3_114074077_-_RASA3
chrl7_82166468_+_CCDC57
chrl_154409223 - IL6R
chr7_149270930_+_ZNF783
chri2_26557270_—_ITPR2

n = Unique integration sites

I
 EEEEECEEN
IR I T |
CIEIECC e

www.hiv-persistence.com



HIV PERSISTENCE

DURING THERAPY Does HIV-1 integration derive cell survival and expansion in mice?
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DURING THERAPY Gene length and expression levels predicts HIV-1 integrations
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DURING THERAPY Integration sites of active and latent proviruses
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DURING THERAPY Epigenetic feature associated with latent and active proviruses
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DURING THERAPY Memory CD4+ T-cell clones (mice) harboring single provirus
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DURING THERAPY HIV-1 latent clones proviral transcriptional status and lack of response to LRA
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HIV PERSISTENCE
DURING THERAPY Summary

Active provirus

1. HIV-1 integration does not drive
cell survival/clonal expansion

2. Integration site is a key
determinant of latency decision

infection

—e “Cell death”

3. Conventional LRA do not
reactivate latent proviruses in
memory CD4+ T-cells clones

Uninfected

Latent provirus (persist)
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